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Components of the binding reaction: 

Fyn 

Fyn+FKpYEEI 
Fyn+FKpYEEI+FKBP5 2 0.25 llM 
Fyn+FKpYEEI+FKBP5 2 0.5 llM 
Fyn+FKpYEEI+FKBP5 2 1.0 llM 
Fyn+FKpYEEI+FKBP52 2.0 llM 
Fyn+FKpYEEI+FKBP5 2 3.0 llM 
Fyn+FKpYEEI+FKBP5 2 4.0 nM 
Fyn+FKBP52 4.0 nM 
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Components of the binding reaction: 

Fyn 

Fyn+FKpYEEI 
Fyn+FKpYEH+FKBP5 2 
Fyn+FKpYEH+FKBP5 2+FK506 0.25 jiM 
Fyn+FKpYEH+FKBP52+FK506 1.0 liM 
Fyn+FKpYEEI+FKBP5 2+FK506 2.0 nM 
Fyn+FKpYEH+FKBP5 2+FK506 4.0 llM 
Fyn+FKpYEEI+FKBP5 2+FK506 6.0 pM 
Fyn+FKpYEEI+FKBP5 2+FK506 15.0 llM 
Fyn+FKBP52+FK506 15.0 nM 



% max. Fyn binding 
to peptide beads 


FIG. 5 


APPROVED 
BY 

DRAFTSMAN 

O.G. FIG. 

CLASS 

SUBCLASS 


5/9 


125 



pYEEI+FKBP52 
FKpYEEI 

FKpYEEI+FKBP52 


0.01 


0.1 1.0 10 
concentration [pM] 


FIG. 6 


Components of the binding reaction: 

Fyn 

Fyn+FKpYEEI 
Fyn+FKpYEEI+FKBPl 2 0.25 llM 
Fyn+FKpYEH+FKBP 1 2 0.5 jiM 
Fyn+FKpYEEI+FKBPl 2 1.0 liM 
Fyn+FKpYEEI+FKBP 1 2 2.0 liM 
Fyn+FKpYEEI+FKBPl 2 3.0 liM 
Fyn+FKp YEEI+FKBP 1 2 4.0 liM 
Fyn+FKBP12 
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Components of the binding reaction: 

PLC 

PLC+FKpYEEI 
PLC+FKpYEEI+FKBPl 2 0.5 |iM 
PLC+FKpYEEI+FKBP12 1.0*iM X\{ 
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Components of the binding reaction: 

PLC 

PLC+FKpYEEI 
PLC+FKpYEEI+FKBP12 
PLC+FKpYEH+FKBP12+FK506 1.0 nM 
PLC+FKpYEEI+FKBP12+FK506 2.0 |iM 
PLC+FKpYEH+FKBP12+FK506 3.0 >iM 
PLC+FKpYEEI+FKBP12+FK506 5.0 *iM 

PLC+FKBP12 
PLC+FKBP 1 2+FK5 06 5.0 jiM 
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Components of the binding reaction: 

Fyn 

Fyn+SLFpYEEI 
Fyn+SLFpYEEI+FKBP 1 2 0.25 \M 
Fyn+SLFpYEEI+FKBPl 2 0.5 |iM 
Fyn+SLFpYEEI+FKBPl 2 1.0 nM 
Fyn+SLFpYEEI+FKBP 1 2 2.0 \iM 
Fyn+SLFpYEEI+FKBP 1 2 3.0 pM 
Fyn+SLFpYEEI+FKBP 1 2 4.0 \M 
Fyn+FKBP12 4.0 \iM 
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Components of the binding reaction: 

Fyn 

Fyn+SLFpYEH 
Fyn+SLFpYEEI+FKBP12 
Fyn+SLFpYEEI+FKBP 1 2 +FK506 1.0 jiM 
Fyn+SLFpYEEI+FKBP 1 2 +FK5 06 2.0 
Fyn+SLFpYEEI+FKBP 1 2+FK506 3.0 \iM 
Fyn+FKBP12+FK506 
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Components of the binding reaction: 

Fyn - 
Fyn+SLFpYEEI 
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